Fragment-level integration of epigenetic and genetic signals for ultra-sensitive ctDNA detection
in liquid biopsy and MRD applications
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4. duet mosaic enables ultra-low LoD through combined
genetlc and methylation information
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Short cfDNA fragments are known to be enriched
in CtDNA?. duet 6-base mosaic captures more short,
ragments than a conventional ERAT workflow.
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5. Conclusions
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- Complete SNV detection including common C>T variants.
+ The ability to combine common combined genetic and methylation changes on the same DNA fragment to lower LoD by
an order of magnitude.
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